In the title solvated salt, C 11 H 28 N 4 2+ Á2C 24 H 20 B À Á2C 3 H 6 O, the C-N bond lengths in the central CN 3 unit of the guanidinium ion are 1.3331 (16), 1.3407 (16) and 1.3454 (16) Å , indicating partial double-bond character in each. The central C atom is bonded to the three N atoms in a nearly ideal trigonal-planar geometry [N-C-N angles = 118.96 (11), 120.51 (12) and 120. 53 (11) ] and the positive charge is delocalized in the CN 3 plane. The bonds between the N atoms and the terminal Cmethyl groups of the guanidinium moiety all have values close to a typical single bond [1.4601 (16)-1.4649 (16) Å ]. In the crystal, the guanidinium ion is connected by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds with the acetone molecules. C-HÁ Á Á interactions are present between the guanidinium H atoms and the phenyl rings of both tetraphenylborate ions. The phenyl rings form aromatic pockets, in which the guanidinium ions are embedded.
Related literature
For the crystal structure of ammonium tetraphenylborate, see: Steiner & Mason (2000) . For the crystal structures of choline tetraphenylborate, triethanolammonium tetraphenylborate dihydrate and 6-ammonio-n-hexanoic acid tetraphenylborate monohydrate, see: Steiner et al. (2001) . For the synthesis of N 00 -[3-(dimethylamino)propyl]-N,N,N 0 ,N 0 -tetramethylguanidinium chloride, see: Tiritiris & Kantlehner (2012) . For the crystal structures of alkali metal tetraphenylborates, see: Behrens et al. (2012) . For the crystal structure of N,N,N 0 ,N 0 ,N 00 -pentamethyl-N 00 -[3-(trimethylazaniumyl)propyl]guanidinium bis(tetraphenylborate), see: Tiritiris (2013) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1, Cg2, Cg3, Cg4 and Cg5 are the centroids of the C42-C47, C48-C53, C18-C23, C36-C41 and C54-C59 rings, respectively. consists of eight aromatic faces as potential hydrogen bond acceptors. The most prominent model system examined, is ammonium tetraphenylborate [(NH 4 )(BPh 4 )], in which very short aromatic hydrogen bonds (N···Cg = 3.023 Å) have been determined in its crystal structure (Steiner & Mason, 2000) . Structurally different tetraphenylborate salts with various cations have also been studied, to understand accurately the properties of aromatic hydrogen bonding (Steiner et al., 2001) . Guanidinium tetraphenylborates in this context can be similarly interesting systems, but no attention was given to the analysis of the aromatic hydrogen bonding system in those compounds. A peralkylated dicationic guanidinium tetraphenylborate with an additional quarternary ammonium group (Tiritiris, 2013) , showed in its crystal structure C-H···π interactions between cationic hydrogen atoms and the aromatic rings of the anions. To examine this type of interactions in similar systems, we synthesized the here presented title compound by N-methylation of the corresponding aminoguanidinium chloride (Tiritiris & Kantlehner, 2012) and subsequent anion exchange with NaBPh 4 . According to the structure analysis, the C1-N1 bond of the the CN 3 unit is 1.3331 ( The bond lengths and angles in the tetraphenylborate ions are in good agreement with the data from the crystal structure analysis of the alkali metal tetraphenylborates (Behrens et al., 2012) . In the crystal, the guanidinium ion is connected by N-H···O and C-H···O hydrogen bonds ( Fig. 2) groups of the guanidinium ion and phenyl rings (centroids) of both tetraphenylborate ions are present (Fig. 3) , ranging from 2.59 to 2.82 Å (Tab. 1). The phenyl rings form aromatic pockets, in which the guanidinium ions are embedded.
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S2. Experimental
The title compound was obtained by reaction of N′′- [3-(dimethylamino) propyl]-N,N,N′,N′-tetramethylguanidinium chloride (Tiritiris & Kantlehner, 2012) with one equivalent dimethyl sulfate in acetonitrile at room temperature. After evaporation of the solvent the crude N, N,N′,N′-tetramethyl-N′′-[3-(trimethylammonio) ).
S3. Refinement
The N-bound H atom was located in a difference Fourier map and was refined freely [N-H = 0.87 (2) included in the refinement in the riding model approximation, with U(H) set to 1.2 U eq (C).
Figure 1
The structure of the title compound with displacement ellipsoids at the 50% probability level. All carbon bonded hydrogen atoms were omitted for the sake of clarity.
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